Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.006 Å; R factor = 0.051; wR factor = 0.142; data-to-parameter ratio = 16.6.
Related literature

Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.596, T max = 0.624 8876 measured reflections 6405 independent reflections 3536 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.141 S = 1.02 6405 reflections 387 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.53 e Å À3 Á min = À0.64 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (4) Symmetry codes: (i) Àx þ 1; Ày; Àz þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: SMART (Bruker, 2000); cell refinement: SAINT (Bruker, 2000); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 2007; Sallam, 2007; Salmon et al., 2005; Ali et al., 2005; Arıcı et al., 2005; Hebbachi & Benali-Cherif, 2005; Sarı et al., 2006) . Furthermore, Schiff bases and their metal complexes have excellent biological properties (Kurtoglu & Ispir, 2007; Qi et al., 2007) . The author has proeviously reported the crystal structure of the Schiff base compound, isonicotinic acid [1-(3,5-dibromo-2-hydroxyphenyl)methylidene]hydrazide methanol solvate, which shows antibacterial activity (Lin, 2007) .
As a continuation of work on such compounds, I report herein the crystal structure of the new Schiff base compound, (I), Figure 1 .
The two unique molecules of (I) adopt trans configurations about the C═N double bonds. The bond lengths and bond angles are within normal ranges and comparable to those observed in other similar Schiff bases (Tang, 2007 (Tang, , 2008 Yang et al., 2008) . The C8-N1 and C23-N3 bond lengths are respectively 1.268 (4) and 1.281 (5) Å, indicating they are double bonds while the C9-N2 and C24-N4 distances are 1.352 (5) and 1.349 (5) Å respectively, indicating some degree of conjugation in the molecules. The dihedral angle between the C1-C6 and C10-C15 benzene rings is 24.4 (2) ° with a 9.4 (2) ° angle between the C16-C21 and C25-C30 rings. The crystal structure is stabilized by intermolecular N-H···O hydrogen bonds (Table 1) , forming chains running along the b axis ( Figure 2 ).
Experimental 5-Bromo-2-methoxybenzaldehyde (21.5 mg, 0.1 mmol) and 4-chlorobenzohydrazide (17.0 mg, 0.1 mmol) were dissolved in MeOH (10 ml). The mixture was stirred at room temperature for 5 min to give a colorless solution. Colorless needle-like crystals of (I) were obtained from this solution on standing.
Refinement
Atoms H2 attached to N2 and H4A attached to N4 were located in a difference Fourier map and refined isotropically, with N-H distances restrained to be 0.90 (1) Å. Other H atoms were placed in the calculated positions and constrained to ride on their parent atoms, with C-H distances in the range 0.93-0.96 Å, and with U iso (H) values set to 1.2U eq (C) and 1.5U eq (methyl C). Crystals of (I) were small and very weakly diffracting reducing the amount of data collected. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Br1 −0.26007 (7) 0.58987 (6) 
